Crenenus 00 opuIMaJILHOM ONMOHEHTE

damunusg Umst OtuecTtBO
(TTOJTHOCTBIO)

HesepoB Anexkceit JImutprueBuy

VYyeHas cTenicHs 1 HaHMEHOBAaHNE CTeHeHB HaI/IMCHOBaHI/Ie
OTpacii Hayk, HayHHBIX Kangunat 6uonornyecknx  03.01.03 — Monexynspras
CIICIIUAJIBHOCTEH, 110 KOTOPBIM
HayK ouosorus
3aAIAIECHA TUCCEPTALNS
IlonHoe HauMeHOBaHHE ®denepanbHOE Crapimmii HayqHbII

OpraHu3aluy - OCHOBHOE MECTO
paboTHI, TOJDKHOCTH

bromxetHoe yupexaenue
Hayku Llenrpansusiii HUU
ONUIEMUOJIOTUNA
Pocniorpebnanzopa

COTPYAHUK

Crrcox OCHOBHBIX ITyOIHKAITHA
OMITOHEHTA 0 TEeME TUCCEePTAIUH
B PELICH3UPYEMbIX HAYYHBIX
M3aHUX 3a TocH. 5 neT (He
bomee 15)
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