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Vuyenas cTeneHb 1 Crernienn HanmenoBanue
HAaMMEHOBAaHUE OTPACIIH KaHauaaT 03.01.09
HayK, HayYHBIX OMOJIOTHYECKHUX MaremaTtuueckas
crnernuaibHOCTEH, Mo HayK ouoJiorus,
KOTOPBIM 3allUIleHa ononHpopMaTUKa
JuccepTanus
ITonHOE HauMeHOBaHUE denepanbHOE HayuHslii coTpy1HUK
OpraHu3aliy - OCHOBHOE | TOCYJAapCTBEHHOE nabopaTtopuu
MeCTO PaboTHI, OI0KETHOE MOJICTUPOBAHUS U
JIOJDKHOCTD yUIpEeKICHUE HAYKH Teparnuu
HNHCcTUTYT OHOJIOTHHT HAaCJeICTBEHHBIX
reda Poccuiickoit 3a00JIeBaHU I
akanemuu Hayk (MBI
PAH)

CHOHCOK OCHOBHBIX
nyOJIMKAIUA OTIIIOHEHTA
10 TeMe JUCCEPTaIlUU B
PEleH3UPYEMBbIX
HAyYHBIX U3JaHUAX 32
noci. 5 et (He Ooliee
15)
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